Liquid Chromatograph—Mass Spectrometer
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2 Model : Hewlett Packard 1100 series

% lonization mode :
Electrospray lonization (ESI),
Atmospheric Pressure Chemical lonization (APCI)

2 Mass analyzer : Quadrupole
% Mass range : 50 ~ 3000 m/z
2 LC Detector : Diode Array Detector (DAD)
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