Single Crystal X-ray Diffractometer
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Crystal screening
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Model : Bruker SMART APEX I

Max power : 50 kV, 40 mA

X-ray source : MoK & radiation (A =0.71073 A)
Monochromator : Graphite crystal

Detector : Charge-Coupled Device (CCD)
Resolution : 0.75A
Low temperature device : 90 ~ 300 K
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